Supplementary Figure S2
Exemplary result showing the resolution by ion exchange chromatography of homodimers and heterodimers of asymmetric antibody constructs independently expressed and purified for v791 (A) and AAC6 (B) using a pH gradient (from low to high) on a weak cation exchange column.
Supplementary Table S1 -Derived parameters from the interpolated symmetrical sigmoidal shape shown in Figure 4 . The standard equation Y=Bottom + (Top-Bottom)/(1+10^((LogEC50-X)*HillSlope)) was used using the software Prism. Figure 5 . The standard equation Y=Bottom + (Top-Bottom)/(1+10^((LogEC50-X)*HillSlope)) was used using the software Prism. 
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